Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; Hatom completeness 95%; disorder in main residue; R factor = 0.034; wR factor = 0.079; data-to-parameter ratio = 15.7.
The Cu II atom in the title complex, [Cu(C 19 H 17 N 5 O 5 )], is coordinated by two N atoms and two O atoms of one 2,2 0 -dihydroxy-N 2 ,N 2 '-(3-hydroxyiminopentane-2,4-diyl)dibenzohydrazidate ligand, exhibiting a distorted square-planar geometry. The dihedral angle between the two benzene rings in the oxime hydrazone is 7.62 (15) . The molecular configuration is stabilized by intramolecular O-HÁ Á ÁN hydrogen bonds. Pairs of centrosymmetrically related molecules are linked into dimers by two intermolecular C-HÁ Á ÁO hydrogen bonds. Each dimer is further connected to four neighboring dimers via four O-HÁ Á ÁO hydrogen bonds, forming an extended two-dimensional structure. The oxime O atom is disordered over two orientations in a 2:1 ratio. 
Related literature

Experimental
Crystal data [Cu(C 19 Table 1 Hydrogen-bond geometry (Å , ). (Marmion, et al., 2004; Song et al., 2000; Xiao, et al., 2004) . Oxime hydrazone and hydroxamic acids are the two kinds of oxime compounds. Herein, we present the synthesis and structure of copper complex with 2,2'-dihydroxy-N 2 ,N 2 '-(3-hydroxyiminopentane-2,4-diyl)dibenzohydrazide.
As shown in Figure 1 , the copper atom in the title complex has a square-planar coordination geometry, the four donors are two hydrazine nitrogen atoms and two carboxyl oxygen atoms in the oxime hydrazone ligand. The bond lengths of Cu-N and Cu-O in the square planar complex are similar to those in this type of copper complex (Suleiman Gwaram et al., 2010; Qin et al., 2010) . The whole oxime hydrazone ligand is not planar; the dihedral angle between the two benzene rings in the oxime hydrazone ligand is 7.62 (15) 
Solid CuBr 2 (0.0477g, 0.2 mmol) was dissolved in 12 mL of methanol to get solution A. 2, 3, 4-pentanetrione-3-oxime (0.0258g, 0.2 mmol) and salicyloyl hydrazine (0.0304g, 0.2 mmol) were dissolved in 12 mL of methanol to get solution B.
To the solution B was added the solution A slowly. The reaction mixture was stirred and refluxed for 2 hours to give a green solution. The deep blue crystals of the title complex were formed upon slow evaporation at about 297 K after 20 d.
Refinement
On the residial density there is one peak, 2.24 e Å3, corresponding to a second position for the O3 atom. The treatment of the disorder shows that the O3 atom in the N3-O3 oxime group is disordered over two postions as O3A and O3B in ratio 2/1. The oxime group-bound H atom was not found in the difference Fourier map. All other H atoms were placed in calculated positions and refined using a riding model [C-H = 0.93 Å and Uiso(H) = 1.2Ueq(C) for aromatic H atoms, C-H = 0.96 Å and Uiso(H) = 1.5Ueq(C) for methyl H atoms, and O-H = 0.82 Å and Uiso(H) = 1.2Ueq(O)].
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of the title complex, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. Dashed lines indicate intramolecular hydrogen bonding. Fig. 2 . The extended two-dimensional layer of the title complex, dotted green lines represent intermolecular hydrogen bonding. Only H atoms participating in hydrogen bonds are shown.
Crystal data [Cu(C 19 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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